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Sequence Name : 
GW.S.ctgl633 5-00000 3. 31 . 0 
Figure 1A 

LLAPTGSLFRNCTQDGWSETFPRPNLACGVNVNDSSNEKRSYLLKLKVMYTVGYSSSLVM 
LLVALGILCAFRRLHCTPNYIHMHLFVSFILRALSNFIKDAVLFSSDDVTYCDAHRGCKL 
VMVLFXYCIMANYSWLLVEGSTFTHxLAI SFFSERKYLQGFVAFGWGSPAI FVALWAIAR 
HFLEDVGCWDINANASIWWI IRGPVILSILNFILFINILRILMRKLRTQETRGNEVSHYK 
RLARSTLLLI PLFGIHYIVFAFSPEDAMEIQLFF 



Figure IB 

CTCTTGGCACCCACAGGTTCCTTGTTCCGAAACTGCACACAGGATGGCTGGTCAGAAACC 
TTCCCCAGGCCTAATCTGGCCTGTGGCGTTAATGTGAACGACTCTTCCAACGAGAAGCGG 
CACTCCTACCTGCTGAAGCTGAAAGTCATGTACACCGTGGGCTACAGCTCCTCCCTGGTC 
ATGCTCCTGGTCGCCCTTGGCATCCTCTGTGCTTTCCGGAGGCTCCACTGCACTCGCAAC 
TACATCCACATGCACCTGTTCGTGTCCTTCATCCTTCGTGCCCTGTCCAACTTCATCAAG 
GACGCCGTGCTCTTCTCCTCAGATGATGTCACCTACTGCGATGCCCACAGGGCGGGCTGC 
AAGCTGGTCATGGTGCTGTTC 



Figure 1C • * 

TACTGCATCATGGCCAACTACTCCTGGCTGCTGGTGGAAGGCTCTACCTTCACACATNTC 
CTCGCCATCTCCTTCTTCTCTGAAAGAAAGTACCTCCAGGGATTTGTGGCATTCGGATGG 
GGTTCTCCAGCCATTTTTGTTGCTTTGTGGGCTATTGCCAGACACTTTCTGGAAGATGTT 
GGGTGCTGGGACATCAATGCCAACGCATCCATCTGGTGGATCATTCGTGGTCCTGTGATC 
CTCTCCATCCTGATTAATTTCATCCTTTTCATAAACATTCTAAGAATCCTGATGAGAAAA 
CTTAGAACCCAAGAAACAAGAGGAAATGAAGTCAGCCATTATAAGCGCCTGGCCAGGTCC 
ACTCTCCTGCTGATCCCCCTCTTTGGCATCCACTACATCGTCTTCGCCTTCTCCCCAGAG 
GACGCTATGGAGATCCAGCTGTTTTTT 

Figure ID ' - 

CTCTTGGCACCCACAGGTTCCTTGTTCCGAAACTGCACACAGGATGGCTGGTCAGAAACC 
TTCCCCAGGCCTAATCTGGCCTGTGGCGTTAATGTGAACGACTCTTCCAACGAGAAGCGG 
CACTCCTACCTGCTGAAGCTGAAAGTCATGTACACCGTGGGCTACAGCTCCTCCCTGGTC 
ATGCTCCTGGTCGCCCTTGGCATCCTCTGTGCTTTCCGGAGGCTCCACTGCACTCGCAAC 
TACATCCACATGCACCTGTTCGTGTCCTTCATCCTTCGTGCCCTGTCCAACTTCATCAAG 
GACGCCGTGCTCTTCTCCTCAGATGATGTCACCTACTGCGATGCCCACAGGGCGGGCTGC 
AAGCTGGTCATGGTGCTGTTC 

TACTGCATCATGGCCAACTACTCCTGGCTGCTGGTGGAAGGCTCTACCTTCACACATNTC 
CTCGCCATCTCCTTCTTCTCTGAAAGAAAGTACCTCCAGGGATTTGTGGCATTCGGATGG 
GGTTCTCCAGCCATTTTTGTTGCTTTGTGGGCTATTGCCAGACACTTTCTGGAAGATGTT 
GGGTGCTGGGACATCAATGCCAACGCATCCATCTGGTGGATCATTCGTGGTCCTGTGATC 
CTCTCCATCCTGATTAATTTCATCCTTTTCATAAACATTCTAAGAATCCTGATGAGAAAA 
CTTAGAACCCAAGAAACAAGAGGAAATGAAGTCAGCCATTATAAGCGCCTGGCCAGGTCC 
ACTCTCCTGCTGATCCCCCTCTTTGGCATCCACTACATCGTCTTCGCCTTCTCCCCAGAG 
GACGCTATGGAGATCCAGCTGTTTTTT 




Figure 2 



Sequence Name: 

GW.S. ctgl 64 90-000000. 17 .0 

Figure 2A 

PTFILFSFOPGDKRTKHICVYWEGSEGGHWSTEGCSHVHSNGSYTKCKCFHLSSFAVLVA 
LAPKDPVLTVITQVGLTI SLLCLFLAILTFLLCRPIQNTSTSLHLELSLCLFLAHLLFLT 
GINRTEPELCSI IAGLLHFLYLACFTWMLLEGLHLFLTVRNLKVANYTSTGRFKKRFMYP 
VGYGI PAVI IAVSAI VGPQNYGTFTHCWLKLDKGFIWSFMGPVAVI I LNLVFYFQVLWIL 
RSKLSSLNKEVSTIQDTRVMTFKAISQLFILGCSWGLGFFMVEEVGKTIGSIIAYSFTII 
NTLQGVLLFVVHCLLNRQVR 



Figure 2B '■' ' ' 

CCCACTTTCATACTATTCTCTTTCCAGCCTGGTGACAAGAGAACAAAACATATCTGTGTC 
TACTGGGAGGGATCAGAGGGAGGCCACTGGTCCACGGAGGGCTGCTCTCATGTGCACAGC 
AACGGTTCTTACACCAAATGCAAGTGCTTCCATCTGTCCAGCTTTGCCGTCCTCGTGGCT 
CTTGCCCCCAAGGAGGACCCTGTGCTGACCGTGATCACCCAGGTGGGGCTGACCATCTCT 
CTGCTGTGCCTCTTCCTGGCCATCCTCACCTTCCTCCTGTGCCGGCCCATCCAGAACACC 
AGCACCTCCCTCCATCTAGAGCTCTCCCTCTGCCTCTTCCTGGCCCACCTCCTGTTCCTG 
ACGGGCATCAACAGAACTGAGCCTGAGGTGCTGTGCTCCATCATTGCAGGGCTGCTGCAC 
TTCCTCTACCTGGCTTGCTTCACCTGGATGCTCCTGGAAGGGCTGCACCTCTTCCTCACC 
GTCAGGAACCTCAAGGTGGCCAACTACACCAGCACGGGCAGATTCAAGAAGAGGTTCATG 
TACCCTGTAGGCTACGGGATCCCAGCTGTGATTATTGCTGTGTCAGCAATAGTTGGACCC 
CAGAATTATGGAACATTTACTCACTGTTGGCTCAAGCTTGATAAAGGATTCATCTGGAGC 
TTCATGGGGCCAGTAGCAGTCATTATCTTGATAAACCTGGTGTTCTACTTCCAAGTTCTG 
TGGATTTTGAGAAGCAAACTTTCCTCCCTCAATAAAGAAGTTTCCACCATTCAGGACACC 
AGAGTCATGACATTTAAAGCCATTTCTCAGCTATTTATCCTGGGCTGTTCTTGGGGCCTT 
GGTTTTTTTATGGTTGAAGAAGTAGGGAAGACGATTGGATCAATCATTGCATACTCATTC 
ACCATCATCAACACCCTTCAGGGAGTGTTGCTCTTTGTGGTACACTGTCTCCTTAATCGC 

CAGGTAAGG 





Sequence Name: 

GW.S.ctgl 3 100-000000. 33.0 

Figure 3A 

QHSDAVHDLLLDVITWVGILLSLVCLLICI FTFCFFRGLQSDRNTIHKNLCISLFVAELL 
FLIGINRTDQPACAV FAALLHFFFLAAFTWMFLEGVQLYIMLVEVFESEHSRRKYFYLVG 
YGMPALI VAVSAAVDYRS YGTDKVCWLRLDTYFIWSFIGPATLI IMNVI FLGIALYKMFH 
HTAILKPESGCLDNIKLKINI PI IKSI YI YMYICMCV 



Figure 3B 

CAGCACAGTGATGCGGTCCATGACCTCCTTCTGGATGTGATCACGTGGGTTGGAATTTTG 
CTGTCCCTTGTTTGTCTCCTGATTTGCATCTTCACATTTTGCTTTTTCCGGGGGCTCCAG 
AGTGACCGTAACACCATCCACAAGAACCTCTGCATCAGTCTCTTTGTAGCAGAGCTGCTC 
TTCCTGATTGGGATCAACCGAACTGACCAACCAATTGCCTGTGCTGTTTTCGCTGCCCTG 
TTACATTTCTTCTTCTTGGCTGCCTTCACCTGGATGTTCCTGGAGGGGGTGCAGCTTTAT 
ATCATGCTGGTGGAGGTTTTTGAGAGTGAACATTCACGTAGGAAATACTTTTATCTGGTC 
GGCTATGGGATGCCTGCACTCATTGTGGCTGTGTCAGCTGCAGTAGACTACAGGAGTTAT 
GGAACAGATAAAGTATGTTGGCTCCGACTTGACACCTACTTCATTTGGAGTTTTATAGGA 
CCAGCAACTTTGATAATTATGCTTAATGTAATCTTCCTTGGGATTGCTTTATATAAAATG 
TTTCATCATACTGCTATACTG7VAACCTGAATCAGGCTGTCTTGATAACATCAAGTTAAAA 
ATTAATATTCCAATTATAAAATCTATTTATATCTATATGTATATATGCATGTGTGTG 





GW.A. ctgl2 4 4 4-000001 .0.2 



Figure 4A 

GNVAVAFVYVKS IGPLLSSSDNFLLKPQNYDNSEEEERVISSVISVSMSSNPPTLYELEK 
ITFTLSHRKTDRYRSLCAFWNYSPDTMNGSWSSEGCELTYSNETHTSCRCNHLTHFAILM 
SSGPSI I KDYNI LTRITQLGI I ISLICLAICI FTFWFFSEIQSTRTTIHKNLCCSLFLAE 
LVFLVGINTNTNKFCS I I AGLLHYFFLAAFAWMCIEGI HLYLI VVGVI YNKGFLHKNFYI 
FGYLSPAVVVGFSAALGYRYYGTTKVCWLSTENNFIWSFIGPACLI ILVCI YKI VITIQK 
SDDH 



Figure 4B 

GGCAATGTTGCAGTTGCATTTGTATATTATAAGAGTATTGGTCCTTTGCTTTCATCATCT 
GACAACTTCTTATTGAAACCTCAAAATTATGATAATTCTGAAGAGGAGGAAAGAGTCATA 
TCTTCAGTAATTTCAGTCTCAATGAGCTCAAACCCACCCACATTATATGAACTTGAAAAA 
ATAACATTTACATTAAGTCATCGAAAGGTCACAGATAGGTATAGGAGTCTATGTGCATTT 
TGGAATTACTCACCTGATACCATGAATGGCAGCTGGTCTTCAGAGGGCTGTGAGCTGACA 
TACTCAAATGAGACCCACACCTCATGCCGCTGTAATCACCTGACACATTTTGCAATTTTG 
ATGTCCTCTGGTCCTTCCATTGGTATTAAAGATTATAATATTCTTACAAGGATCACTCAA 
CTAGGAATAATTATTTCACTGATTTGTCTTGCCATATGCATTTTTACCTTCTGGTTCTTC 
AGTGAAATTCAAAGCACCAGGACAACAATTCACAAAAATCTTTGCTGTAGCCTATTTCTT 
GCTGAACTTGTTTTTCTTGTTGGGATCAATACAAATACTAATAAGCTCTTCTGTTCAATC 
ATTGCCGGACTGCTACACTACTTCTTTTTAGCTGCTTTTGCATGGATGTGCATTGAAGGC 
ATACATCTCTATCTCATTGTTGTGGGTGTCATCTACAACAAGGGATTTTTGCACAAGAAT 
TTTTATATCTTTGGCTATCTAAGCCCAGCCGTGGTAGTTGGATTTTCGGCAGCACTAGGA 
TACAGATATTATGGCACAACCAAAGTATGTTGGCTTAGCACCGAAAACAACTTTATTTGG 
AGTTTTATAGGACCAGCATGCCTAATCATTCTTGTATGTATATATAAAATTGTTATTACA 
AT T C AAAAAAG T G AT G AT C AT 





Figure 5 
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Sequence Name: 



GW.S.ctgl 278 9-000004 .100.0 
Figure 5A ' ' 

gawattgcsvaalyldstacfcnhstsfaillqiyevqgpeeesllrtlsfvgcgvsfca 
ltttfllflvagvpkserttvh?:nltfslasaegflmtsewakaneacvavtvamhflfl 
vafswmlveglllwrkvvavsmhpgpgmrlyhatgwgvpvgivavtlamlphdyvapghc 
wlnvhtnaiwafvgpvlfvltvs 

Figure 5B ' :■ 

GGTGCCTGGGCCACCACAGGCTGCTCCGTGGCTGCCCTGTACCTGGACTCCACCGCCTGC 
TTCTGCAACCACAGCACCAGCTTTGCCATCCTGCTGCAAATCTATGAAGTACAGAGAGGC 
CCTGAGGAGGAGTCGCTGCTGAGGACTCTGTCATTTGTGGGCTGTGGCGTGTCCTTCTGC 
GCCCTCACCACCACCTTCTTGCTCTTCCTGGTGGCCGGGGTCCCCAAGTCAGAGCGAACC 
ACAGTCCACAAGAACCTCACCTTCTCCCTGGCCTCTGCCGAGGGCTTCCTCATGACCAGC 
GAGTGGGCCAAGGCCAATGAGGTGGCATGTGTGGCTGTCACAGTCGCAATGCACTTCCTC 
TTTCTGGTGGCATTCTCCTGGATGCTGGTGGAGGGGCTGCTGCTGTGGAGGAAGGTGGTA 
GCTGTGAGCATGCACCCGGGCCCAGGCATGCGGCTCTACCACGCCACAGGCTGGGGCGTG 
CCTGTGGGCATCGTGGCGGTCACCCTGGCCATGCTCCCCCATGACTACGTGGCCCCCGGA 
CATTGCTGGCTCAATGTGCACACAAATGCCATCTGGGCCTTCGTGGGGCCTGTGCTCTTC 
GTGCTGACTGTGAGC 





Sequence Name : 



Figure 6 




GW. A. ctgl277 6-000000. 33.0 
Figure 6A 

MKSPP.RTTLCLMFIVI YSSKAALNWNYESTIHPLLHEHEPAGEEALRQKRAVATKSPTAE 
EYTVKIEISFENASFLDPIP^AYLNSLSFPI HGNNTDQITDILSINVTTVCRPAGNEIWCS 
CETGYGWPPERCLHNLI CQERDVFLPGHHCSCLKELPPNGPFCLLQEDVTLNMRVRLNVG 
FQEDLMNTSSALYRSYKTDLETARKGYGILPGFKGVTVTGFKSGSVVVTYEVKTTPPSLE 
LIKKANEQVVQSLNQTYKMDYNSFQAVTINESNFFVTPEI IFEGDTVSLVCEKEVLSSNV 
SWRYEEQC'LEIQNSSRFS I YTALFNNMTSVSKLTIHNITPGDAGEYVCKLILDI FEYECK 
KKI DVMPIQI LANEEMKVMCDNNPVSLNCCSQGNVNWSKVEWKQEGKINI PGTPETDI DS 
SCSRYTLKADGTQCPSGSSGTTVI YTCEFISAYGARGSANIKVTFISVANLTITPDPISV 
SEGQNFS I KCI SDVSHYDEVYWNTSAGIKI YQRFYTTRRYLDGAESVLTVKTSTREWNGT 
YHCI FRYKNSYSIATKDVIVHPLPLKLNIMVDPLEATVSCSGSHHIKCCIEEDGDYKVTF 
HTGSSSLtAAKEVNKKQVCYKHHFNASSVSWCSKTVDVCCHFTNAANNSVWSPSMKLNLV 
PGENITCC'DPVIGVGEPGKVIQKLCRFSNVPSSPESPIGGTITYKCVGSQWEEKRNDCIS 
API NSLLOMAKLI KSPSQDEMLPTYLKDLSI SIDKAEHEISSSPGSLGAI INILDLLSTV 
PTQVNSEMMTVLSTVNVILGKPVLHTWKVLQQQWTNQSSQLLHSVERFSQALQSGDSPPL 
S F£QTNV£'MS SMV I KS SH PETYQQRFVFPY FDLWGNVVI DKS YLENLQSDS S I VTMAFPT 
LQAILAQDIQENNFAESLVMTTTVSHNTTMPFRISMTFKNNSPSGGETKCVFWNFRLANN 
TGGWDSSGCYVEEGDGDNVTCICDHLTSFSILMSPDSPDPSSLLGILLDIISYVGVGFSI 
LSLAACLVVEAVVWKSVTKNRTSYMRHTCIVNIAASLLVANTWFI VVAAIQDNRYILCKT 
ACVAATFFIHFFYLSVFFWMLTLGLMLFYRLVFILHETSRSTQKAIAFCLGYGCPLAISV 
I TLGATQPREVYTRKI IVCWLNWEDTKALLAFAI PALI I VVVNI T I T I VVI TKI LRPS I GD 
FCPCKQEKSSLFQISKSIGVLTPLLGLTWGFGLTTVFPGTNLVFHII FAILNVFQLFILLF 
GCLWDLKQEALLNKFSLSRWSSQHSKTSLGSSTPVFSMSSPISRRFNNLFGKTGTYNVST 
PEATS SS LENS SS AS SLLN 



Figure 6B 

ATGAAATCCCCAAGGAGAACCACTTTGTGCCTCATGTTTATTGTGATTTATTCTTCCAAA 
GCTGCACTGAACTGGAATTACGAGTCTACTATTCATCCTTTGAGTCTTCATGAACATGAA 
CCAGCTGGTGAAGAGGCACTGAGGCAAAAACGAGCCGTTGCCACAAAAAGTCCTACGGCT 
GAAGAATACACTGTTAATATTGAGATCAGTTTTGAAAATGCATCCTTCCTGGATCCTATC 
AAAGCCTACTTGAACAGCCTCAGTTTTCCAATTCATGGGAATAACACTGACCAAATTACC 
GACATTTTGAGCATAAATGTGACAACAGTCTGCAGACCTGCTGGAAATGAAATCTGGTGC 
TCCTGCGAGACAGGTTATGGGTGGCCTCGGGAAAGGTGTCTTCACAATCTCATTTGTCAA 
GAGCGTGACGTCTTCCTCCCAGGGCACCATTGCAGTTGCCTTAAAGAACTGCCTCCCAAT 
GGACCTTTTTGCCTGCTTCAGGAAGATGTTACCCTGAACATGAGAGTCAGACTAAATGTA 
GGCTTTCAAGAAGACCTCATGAACACTTCCTCCGCCCTCTATAGGTCCTACAAGACCGAC 
TTGGAAACAGCGTTCCGGAAGGGTTACGGAATTTTACCAGGCTTCAAGGGCGTGACTGTG 
ACAGGGTTCAAGTCTGGAAGTGTGGTTGTGACATATGAAGTCAAGACTACACCACCATCA 
CTTGAGTTAATACATAAAGCCAATGAACAAGTTGTACAGAGCCTCAATCAGACCTACAAA 
ATGGACTACAACTCCTTTCAAGCAGTTACTATCAATGAAAGCAATTTCTTTGTCACACCA 
GAAATCATCTTTGAAGGGGACACAGTCAGTCTGGTGTGTGAAAAGGAAGTTTTGTCCTCC 
AATGTGTCTTGGCGCTATGAAGAACAGCAGTTGGAAATCCAGAACAGCAGCAGATTCTCG 
ATTTACACCGCACTTTTCAACAACATGACTTCGGTGTCCAAGCTCACCATCCACAACATC 
ACTCCAGGTGATGCAGGTGAATATGTTTGCAAACTGATATTAGACATTTTTGAATATGAG 
TGCAAGAAGAAAATAGATGTTATGCCCATCCAAATTTTGGCAAATGAAGAAATGAAGGTG 
ATGTGCGACAACAATCCTGTATCTTTGAACTGCTGCAGTCAGGGTAATGTTAATTGGAGC 
AAAGTAGAATGGAAGCAGGAAGGAAAAATAAATATTCCAGGAACCCCTGAGACAGACATA 



p> \ F^}\ GATTCTAGCTGCAGCAGATACACCCTCAAGGCTGATGGAACCCAGTGCCCAAGCGGGTCG 




o 



> 




J' 



TCTGGAACAACAGTCATCTACACTTGTGAGTTCATCAGTGCCTATGGAGCCAGAGGCAGT 

GCAAAC AT AAA-AG TGACATT CAT CTCTGTGGCCAATCTAACAATAACCCCGGACCCAATT 

TCTGTTTCTGAGGGACAAAACTTTTCTATAAAATGCATCAGTGATGTGAGTAACTATGAT 

GAGGTTTATTGGAACACTTCTGCTGGAATTAAAATATACCAAAGATTTTATACCACGAGG 

AGGTATCTTGATGGAGCAGAATCAGTACTGACAGTCAAGACCTCGACCAGGGAGTGGAAT 

GGAACCTATCACTGCATATTTAGATATAAGAATTCATACAGTATTGCAACCAAAGACGTC 

ATTGTTCACCCGCTGCCTCTAAAGCTGAACATCATGGTTGATCCTTTGGAAGCTACTGTT 

TCATGCAGTGGTTCCCATCACATCAAGTGCTGCATAGAGGAGGATGGAGACTACAAAGTT 

ACTTTCCATACGGGTTCCTCATCCCTTCCTGCTGCAAAAGAAGTTAACAAAAAACAAGTG 

TGCTACAAACACAATTTCAATGCAAGCTCAGTTTCCTGGTGTTCAAAAACTGTTGATGTG 

TGTTGTCACTTTACCAATGCTGCTAATAATTCAGTCTGGAGCCCATCTATGAAGCTGAAT 

CTGGTTCCTGGGGAAAACATCACATGCCAGGATCCCGTAATAGGTGTCGGAGAGCCGGGG 

AAAGTCATCCAGAAGCTATGCCGGTTCTCAAACGTTCCCAGCAGCCCTGAGAGTCCCATT 

GGCGGGACCATCACTTACAAATGTGTAGGCTCCCAGTGGGAGGAGAAGAGAAATGACTGC 

ATCTCTGCCCCAATAAACAGTCTGCTCCAGATGGCTAAGGCTTTGATCAAGAGCCCCTCT 

CAGGATGAGATGCTCCCTACATACCTGAAGGATCTTTCTATTAGCATAGACAAAGCGGAA 

CATGAAATCAGCTCTTCTCCTGGGAGTCTGGGAGCCATTATTAACATCCTTGATCTGCTC 

TCAACAGTTCCAACCCAAGTAAATTCAGAAATGATGACGCACGTGCTCTCTACGGTTAAT 

GTCATCCTTGGCAAGCCCGTCTTGAACACCTGGAAGGTTTTACAACAGCAATGGACCAAT 

CAGAGTTCACAGCTACTACATTCAGTGGAAAGATTTTCCCAAGCATTACAGTCGGGAGAT 

AGCCCTCCTTTGTCCTTCTCCCAAACTAATGTGCAGATGAGCAGCATGGTAATCAAGTCC 

AGCCACCCAGAAACCTATCAACAGAGGTTTGTTTTCCCATACTTTGACCTCTGGGGCAAT 

GTGGTCATTGACAAGAGCTATCTAGAAAACTTGCAGTCGGATTCGTCTATTGTCACCATG 

GCTTTCCCAACTCTCCAAGCCATCCTTGCCCAGGATATCCAGGAAAATAACTTTGCAGAG 

AGCTTAGTGATGACAACCACTGTCAGCCACAATACAACTATGCCATTCAGGATTTCAATG 

ACTTTTAAGAACAATAGCCCTTCAGGCGGCGAAACGAAGTGTGTCTTCTGGAACTTCAGG 

CTTGCCAACAACACAGGGGGGTGGGACAGCAGTGGGTGCTATGTAGAAGAAGGTGATGGG 

GACAATGTCACCTGTATCTGTGACCACCTAACATCATTCTCCATCCTCATGTCCCCTGAC 

TCCCCAGATCCTAGTTCTCTCCTGGGAATACTCCTGGATATTATTTCTTATGTTGGGGTG 

GGCTTTTCCATCTTGAGCTTGGCAGCCTGTCTAGTTGTGGAAGCTGTGGTGTGGAAATCG 

GTGACCAAGAACCGGACTTCTTATATGCGCCACACCTGCATAGTGAATATCGCTGCCTCC 

CTTCTGGTCGCCAACACCTGGTTCATTGTGGTCGCTGCCATCCAGGACAATCGCTACATA 

CTCTGCAAGACAGCCTGTGTGGCTGCCACCTTCTTCATCCACTTCTTCTACCTCAGCGTC 

TTCTTCTGGATGCTGACACTGGGCCTCATGCTGTTCTATCGCCTGGTTTTCATTCTGCAT 

GAAACAAGCAGGTCCACTCAGAAAGCCATTGCCTTCTGTCTTGGCTATGGCTGCCCACTT 

GCCATCTCGGTCATCACGCTGGGAGCCACCCAGCCCCGGGAAGTCTATACGAGGAAGAAT 

GTCTGTTGGCTCAACTGGGAGGACACCAAGGCCCTGCTGGCTTTCGCCATCCCAGCACTG 

ATCATTGTGGTGGTGAACATAACCATCACTATTGTGGTCATCACCAAGATCCTGAGGCCT 

TCCATTGGAGACAAGCCATGCAAGCAGGAGAAGAGCAGCCTGTTTCAGATCAGCAAGAGC 

ATTGGGGTCCTCACACCACTCTTGGGCCTCACTTGGGGTTTTGGTCTCACCACTGTGTTC 

CCAGGGACCAACCTTGTGTTCCATATCATATTTGCCATCCTCAATGTCTTCCAGGGATTA 

TTCATTTTACTCTTTGGATGCCTCTGGGATCTGAAGGTACAGGAAGCTTTGCTGAATAAG 

TTTTCATTGTCGAGATGGTCTTCACAGCACTCAAAGTCAACATCCCTGGGTTCATCCACA 

CCTGTGTTTTCTATGAGTTCTCCAATATCAAGGAGATTTAACAATTTGTTTGGTAAAACA 

GGAACGTATAATGTTTCCACCCCAGAAGCAACCAGCTCATCCCTGGAAAACTCATCCAGT 

GCTTCTTCGTTGCTCAAC 





Figure 7 



Sequence Name : 

GW.S. ctgl 27 7 6-000000. 17 5. 0 

Figure 7A 

I LNS?'SI SNWTFI RDRNSS YILLHSVNSFARRLFI DNI PVDISDVFIHTMGTTISGDNIG 
KNFTFSMRINDTSNEVTGRVLISRDELRKVPSPSQVISIAFPTIGAILEASLLENVTVNG 
LVLSAILPKELKRISLIFEKISKSEERRTQCVGWHSVENRWDQQACKMIQENSQQAVCKC 
RPSKLFTSFS ILMSPHILESLILTYITYVGLGI SICSLILCLSIEVLVWSQVTKTEITYL 
F.HVCI VNIAATLLMADVWFIVASFLSGPI THHKGCVAATFFVHFFYLSVFFWMLAKALLI 
LYGIMIVFHTLPKSVLVASLFSVGYGCPLAIAAITVAATEPGKGYLRPEICWLNWDMTKA 
LLAFVI PALAI VVVNLITVTLVI VKTQRAAIGNSMFQEVRAIVRISKNIAILTPLLGLTW 
GFGVATVI DDRSLAFHI I FSLLNAFQFFI LVFGTILDPKV 

Figure 7B 

ATTCTTAACAGCAAAAGCATCTCCAACTGGACTTTCATTCGTGACAGAAACAGCAGCTAT 
ATCCTGCTACATTCAGTCAACTCCTTTGCAAGAAGGCTATTCATAGATAACATCCCTGTT 
GACATATCAGATGTCTTCATTCATACTATGGGCACCACCATATCTGGAGATAACATTGGA 
AAAAATTTCACTTTTTCTATGAGAATTAATGACACCAGCAATGAAGTCACTGGGAGAGTG 
TTGATCAGCAGAGATGAACTTCGGAAGGTGCCTTCCCCTTCTCAGGTCATCAGCATTGCA 
TTTCCAACTATTGGGGCTATTTTGGAAGCCAGTCTTTTGGAAAATGTTACTGTAAATGGG 
CTTGTCCTGTCTGCCATTTTGCCCAAGGAACTTAAAAGAATCTCACTGATTTTTGAAAAG 
ATCAGCAAGTCAGAGGAGAGGAGGACACAGTGTGTTGGCTGGCACTCTGTGGAGAACAGA 
TGGGACCAGCAGGCCTGCAAAATGATTCAAGAAAACTCCCAGCAAGCTGTTTGCAAATGT 
AGGCCAAGCAAATTGTTTACCTCTTTCTCAATTCTTATGTCACCTCACATCTTAGAGAGT 
CTGATTCTGACTTACATCACATATGTAGGCCTGGGCATTTCTATTTGCAGCCTGATCCTT 
TGCTTGTCCATTGAGGTCCTAGTCTGGAGCCAAGTGACAAAGACAGAGATCACCTATTTA 
CGCCATGTGTGCATTGTTAACATTGCAGCCACTTTGCTGATGGCAGATGTGTGGTTCATT 
GTGGCTTCCTTTCTTAGTGGCCCAATAACACACCACAAGGGATGTGTGGCAGCCACATTT 
TTTGTTCATTTCTTTTACCTTTCTGTATTTTTCTGGATGCTTGCCAAGGCACTCCTTATC 
CTCTATGGAATCATGATTGTTTTCCATACCTTGCCCAAGTCAGTCCTGGTGGCATCTCTG 
TTTTCAGTGGGCTATGGATGCCCTTTGGCCATTGCTGCCATCACTGTTGCTGCCACTGAA 
CCTGGCAAAGGCTATCTACGACCTGAGATCTGCTGGCTCAACTGGGACATGACCAAAGCC 
CTCCTGGCCTTCGTGATCCCAGCTTTGGCCATCGTGGTAGTAAACCTGATCACAGTCACA 
CTGGTGATTGTCAAGACCCAGCGAGCTGCCATTGGCAATTCCATGTTCCAGG7VAGTGAGA 
GCCATTGTGAGAATCAGCAAGAACATCGCCATCCTCACACCACTTCTGGGACTGACCTGG 
GGATTTGGAGTAGCCACTGTCATCGATGACAGATCCCTGGCCTTCCACATTATCTTCTCC 
CTGCTCAATGCATTCCAGGGTTTCTTCATCCTAGTGTTTGGAACCATCCTGGATCCAAAG 
GTA 
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Sequence Name: 

GW.S.ctgl 67 90-000000. 13. 0 

Figure 8A ■ * 

GTTGDWSSEGCSTEVRPEGTVCCCDHLTFFALLLPTLDQSTVHILTRI SQAGCGVSMI FL 
AFTIILYAFLRLSRERFKSEDAFKIHVALGGSLFLLNLAFLVNVGSGSKGSDAACWARGA 
VFHYFLLCAFTWMGLEAFHLYLLAVRVFNTYFGHYFLKLSLVGWGLPALMVIGTGSANSY 
GLYTIRDRENRTSLELCWFREGTTMYALYITVHGYFLITFLFGMWLALWWKI FTLSRA 
TAVKERGKNRKKVLTLLGLSSLVGVTWGLAI FTPLGLSTVYI FALFNSLQVDFYILI FY 

Figure 8B 

GGGACCACTGGAGACTGGTCTTCTGAGGGCTGCTCCACGGAGGTCAGACCTGAGGGGACC 
GTGTGCTGCTGTGACCACCTGACCTTTTTCGCCCTGCTCCTGAGACCCACCTTGGACCAG 
TCCACGGTGCATATCCTCACACGCATCTCCCAGGCGGGCTGTGGGGTCTCCATGATCTTC 
CTGGCCTTCACCATTATTCTTTATGCCTTTCTGAGGCTTTCCCGGGAGAGGTTCAAGTCA 
GAAGATGCCCCAAAGATCCACGTGGCCCTGGGTGGCAGCCTGTTCCTCCTGAATCTGGCC 
TTCTTGGTCAATGTGGGGAGTGGCTCAAAGGGGTCTGATGCTGCCTGCTGGGCCCGGGGG 
GCTGTCTTCCACTACTTCCTGCTCTGTGCCTTCACCTGGATGGGCCTTGAAGCCTTCCAC 
CTCTACCTGCTCGCTGTCAGGGTCTTCAACACCTACTTCGGGCACTACTTCCTGAAGCTG 
AGCCTGGTGGGCTGGGGCCTGCCCGCCCTGATGGTCATCGGCACTGGGAGTGCCAACAGC 
TACGGCCTCTACACCATCCGTGATAGGGAGAACCGCACCTCTCTGGAGCTATGCTGGTTC 
CGTGAAGGGACAACCATGTACGCCCTCTATATCACCGTCCACGGCTACTTCCTCATCACC 
TTCCTCTTTGGCATGGTGGTCCTGGCCCTGGTGGTCTGGAAGATCTTCACCCTGTCCCGT 
GCTACAGCGGTCAAGGAGCGGGGGAAGAACCGGAAGAAGGTGCTCACCCTGCTGGGCCTC 
TCGAGCCTGGTGGGTGTGACATGGGGGTTGGCCATCTTCACCCCGTTGGGCCTCTCCACC 
GTCTACATCTTTGCACTTTTCAACTCCTTGCAAGTTGATTTTTACATATTGATCTTCTAT 
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Sequence Name: 

GW.S.ctgl2 7 7 6-000000. 172 . 0 

Figure 9A " k 

NHILDTAAISNWAFI PNKNASSDLLQSVNLFAP.QLHIHNNSENIVNELFIQTKGFHINHN 
TSEKSLNFSMSMNNTTEDILGMVQIPRQELRKLWPNASQAISIAFPTLGAILREAHLQNV 
SLPRQVNGLVLSVVLPERLQEI ILTFEKINKTRNARAQCVGWHSKKRRWDEKACQMMLDI 
RNEVKCRCNYTSVVMSFSILMSSKSMTDKVLDYITCIGLSVSILSLVLCLIIEATVWSRV 
VVTEI SYMRHVCI VNI AVSLLTANVWFI IGSH FNI KAQDYNMCVAVTFFSHFFYLSLFFW 
MLFKALLI I YGILVI FRRMMKSRMMVIGFAIGYGCPLI IAVTTVAITEPEKGYI RPEACW 
LtlWDKTI-CALXAFAIPAFVIVAVNLIVVLVVAVNTQRPSIGSSKSQDVVIIMRISKNVAIL 
TPLLGLTWGFGIATLIEGTSLTFHI I FALLNAFQFFILLFGTIMDHKV 



Figure 9B ' * 

AACCACATCCTCGACACAGCAGCCATTTCAAACTGGGCTTTCATTCCCAACAAAAATGCC 
AGCTCGGATTTGTTGCAGTCAGTGAATTTGTTTGCCAGACAACTCCACATCCACAATAAT 
TCTGAGAACATTGTGAATGAACTCTTCATTCAGACAAAAGGGTTTCACATCAACCATAAT 
ACCTCAGAGAAAAGCCTCAATTTCTCCATGAGCATGAACAATACCACAGAAGATATCTTA 
GGAATGGTACAGATTCCCAGGCAAGAGCTAAGGAAGCTGTGGCCAAATGCATCCCAAGCC 
ATTAGCATAGCTTTCCCAACCTTGGGGGCTATGCTGAGAGAAGCCCACTTGCAAAATGTG 
AGTCTTCCCAGACAGGTAAATGGTCTGGTGCTATCAGTGGTTTTACCAGAAAGGTTGCAA 
GAAATCATACTCACCTTCGAAAAGATCAATAAAACCCGCAATGCCAGAGCCCAGTGTGTT 
GGCTGGCACTCCAAGAAAAGGAGATGGGATGAGAAAGCGTGCCAAATGATGTTGGATATC 
AGGAACGAAGTGAAATGCCGCTGTAACTACACCAGTGTGGTGATGTCTTTTTCCATTCTC 
ATGTCCTCCAAATCGATGACCGACAAAGTTCTGGACTACATCACCTGCATTGGGCTCAGC 
GTCTCAATCGTAAGCTTGGTTCTTTGCCTGATCATTGAAGCCACAGTGTGGTCCCGGGTG 
GTTGTGACGGAGATATCATACATGCGTCACGTGTGCATCGTGAATATAGCAGTGTCCCTT 
CTGAGTGCCAATGTGTGGTTTATCATAGGCTCTCACTTTAACATTAAGGCCCAGGACTAC 
AACATGTGTGTTGCAGTGACATTTTTCAGCCACTTTTTCTACCTCTCTCTGTTTTTCTGG 
ATGCTCTTCAAAGCATTGCTCATCATTTATGGAATATTGGTCATTTTCCGTAGGATGATG 
AAGTCCCGAATGATGGTCATTGGCTTTGCCATTGGCTATGGGTGCCCATTGATCATTGCT 
GTCACTACAGTTGCTATCACAGAGCCAGAGAAAGGCTACATAAGACCTGAGGCCTGTTGG 
CTTAACTGGGACAATACCAAAGCCCTTTAAGCATTTGCCATCCCGGCGTTCGTCATTGTG 
GCTGTAAATCTGATTGTGGTTTTGGTTGTTGCTGTCAACACTCAGAGGCCCTCTATTGGC 
AGTTCCAAGTCTCAGGATGTGGTCATAATTATGAGGATCAGCAAAAATGTTGCCATCCTC 
ACTCCACTGCTGGGACTGACCTGGGGTTTTGGAATAGCCACTCTCATAGAAGGCACTTCC 
TTGACGTTCCATATAATTTTTGCCTTGCTCAATGCTTTCCAGGGTTTTTTCATCCTGCTG 
TTTGGAACCATTATGGATCACAAGGTA 




